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Overview

Panorama is an opensource repository software project for

targeted proteomicsdata processedwith Skylinethat hasbeen

adopted by a number of laboratories and organizations
PanoramaWeb (https://panoramawehorg), the Panorama
server hosted at the University of Washington,has becomea

popularchoicewith laboratorieslackingthe resourcedo setup

their own Panoramaservers Userscanrequestfree projectson

PanoramaWelwherethey canmanagedataaccespermissions
To fulfill journal submissionrequirements, researchershave

used their own projects on PanoramaWebto provide public

accesgso data. We presenta new mechanisnthat allowsusers
to publishtheir data to a public repository on PanoramaWeb
that provides a new central resourceto the community for

publisheddataprocessedvith Skyline

Introduction

Usageof PanoramaWelhasgrown sinceit becameavailablein
January2013 As of May 2015 the server hosts projects for
over 100different laboratories
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Growth of projects oRPanoramaWeb

Severalprojects on PanoramaWelcontain Skylinedocuments
associatedwith peerreviewed publications that the project

owners have made publicly availableusing the accesscontrol

featuresimplementedin Panorama GoogleScholaridentifies

around 18 publications that have references to data on

PanoramaWeb Howeverthesepubliclyaccessiblelatasetsare

dispersedacrossseveral projects, which makesit difficult to

provide a comprehensivelisting and impossibleto guarantee
continuedavailablilityof the datasetsin their originalform. The

availablilityof the PanoramaPublicrepositoryon PanoramaWeb
allows usersto submittheir data to a central resourceof data

processedwith Skyline that can be searchedusing various
criteria

Methods

PanoramaWellhasbecomea popularchoicewith researcherdor

hosting Skyline documents associated with publications

However, these documents remain part of user projects on

PanoramaWebwhere the user can make changes,including
removing this supplementary data entirely. When data

containedin a user project is submitted to PanoramaPublica

snapshotof the datalis created,to whichthe submittingauthors
have read-only access PanoramaPublic providesa permanent
location for supplementarydata to referencein publications in

Its originalform asit wasintendedfor publication Accesdo data

In the repositoryis managedasrequired If requested,datacan

be private with accesonly to authorsand reviewersduring the

manuscript review process Data is made publicly accessible
upon publication

Researcher uploads Skyline documents to a folder
their project onPanoramaWeb

Researcher adds experiment annotations (abstrac
organism, instrument etc.) to the folder

Researcher creates -. to the

data on PanoramaWeb

Researcher submits the annotated folder for
publication to Panorama Public

Workflow for publishing to Panorama Public
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The permanent link created by the researcher initially links to the
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made to Panorama Public, the permanent link pointth&new location

of the copied data on Panorama Public.

Results

Publishing to Panorama Public
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Panoramaallows users to create a rich interface around their data that can
Include wiki pages, charts and other supplementary files and images. These
user interface elements are included in the copy of the data stored in Panorama
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STEP ZAnnotate a folder for publication Folders containing data intended for
publication to Panorama Public must be annotated with a description of the
experiment. This includes information such as an abstract, experiment and
sample descriptions, organism, MS instrument used etc. The example shown
above is from a published datasatvailable on Panorama Public at
https://panoramaweb.org/labkey/cptac study9.url

STEP FBubmit the annotated folder for publicatiov
putton in the experiment description brings up a form that lets users generate a
permanent linkto the data and submit the data for publication to Panorama
Public. The permanent link can be included in manuscripts and given to journal
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targeted proteomics assays that integrates into a Skylin

equest a project on PanoramaWeb.
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Panorama is a freely-available, open-source ngboc o cag®®onplication for  [Importing data into Panora

[
workflow. It has been implemented as a module within Labkey Server, an [Examples] |‘
open-source bioinformatics data management platform with extensive support [

Browse available data on Panorama Public by clicking on the link on the home

page ofPanoramaWeb

Conclusions

PanoramaPublicprovidesa new community resourcefor published
data processedwith Skyline Data is made availablein its original
form asit wasintended for publication PanoramaWehusersmay
also submit data to PanoramaPublic during manuscript review
processand requestprivate accesdor reviewersuntil publication A

tutorial describingthe processof publishingto PanoramaPublicis

avallableat:

https:// panoramawelorg/labkey/tutorial panorama_publiarl

Future work: Fulfill the requirements for participating in the

ProteomeXchangeonsortiumasa dataresource
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